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Introduction

Two different doses of scHPXV vaccine were tested: 4 of 4 animals in the 4x10° PFU dose, and 3 of 4 animals in the 5x10°> PFU dose groups
exhibited a “take” at Day 7 after a single vaccination. A take is a biomarker of protective immunity. In the sVACV arm only 1 of 4 animals exhibited a
take after a single vaccination. The animals that did not present a take were revaccinated on Day 14: the one scHPXV animal was revaccinated with

Despite its eradication, smallpox remains a biothreat. While elements of
the US military’s Global Response Force service troops are vaccinated
with clonal, live vaccinia virus (VACV), safety concerns limit its further use

Figure 1. Phylogenetic relationships between VACV strains and

HPXV
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Figure 2. Similarities between VACV strains and HPXV:
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Conclusions

HPXV virus is closely related to VACV vaccines * Protection of scHPXV and sVACV was comparable (all 8 scHPXV-vaccinated
animals and all 3 sVACV-vaccinated animals survived and recovered)

HPXYV is an environmental isolate and molecular analysis indicates that
HPXV has not undergone deletions (with “complete” left and right ITRs) * scHPXV had higher rates of “take” (4/4 high dose and 3/4 low dose animals)
than sVACV (1/3 animals) after a single vaccination (“Take” is a biomarker of
protective and sterilizing immunity)

HPXV has additional genes, relative to VACV vaccines, that could be
related to host range and immune interactions

Group 1 Group 2 Group 3 Group 4
scHPXV @ 4.0x10° PFU scHPXV @ 5.0x105 PFU sVACV @ 8.0x10% PFU vehicle

e scHPXV induced sterilizing immunity (no lesions) in all 8 animals (4 high dose
and 4 low dose), while sVACV (low dose) provided sterilizing immunity to only
one of three animals

* Molecular analysis suggests HPXV is closer to the vaccine discovered
and disseminated by Dr. Edward Jenner than modern VACV swarms
and strains* (in terms of left and right ITRs and core viral sequence)

* scHPXV’s additional genes, relative to sVACV may modulate host immune

* Tolerability of scHPXV (high dose) is comparable to sVACV at low dose . _ i .
interactions and one or more may serve as antigens for protective immunity
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